Protein 1: Tropomyosin alpha-1 chain OS=Liza aurata PE=1 SV=1

Accession: TPM1_LIZAU Score: 2115.12
Database: SwissProt MW [kDa]: 3270
Seq. Coverage [%]: 80.30 % pl: 4.54
No. of Peptides: 36
Modification(s): Carbamidomethyl, Oxidation
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DESERGMHVI ENRAMKDEEK MELQEIQLKE AKHIAEEADR KYEEVARKLV IIEGDLERTE ERAELSESKC SELEEELKTV TNNLKSLEAQ AEKYSQKEDK YEEEIKVLTD KLKEAETRAE
250 260 270 280 250
EAERSVAKLE KTIDDLEDEL YAQKLKYKAI SEELDHALND MTSI
Cmpd.| No.of | m/zmeas. | Am/z[ppm] | z At Score P Range Sequence Modification
Cmpds. [min]
2160 1 579.6210 -1060 | 3 | 1437 4247 | 2 8-21 KMOMLKLDKENALDR A Cradation: 1, 3
783 3 537.2781 890 2 9.78 5707 | 1 13-21 |KLDKENALDRA
3030 4 743.9015 -10.38| 2 17.28 7301 1 36-48 | R. SKQLEDDLVALQK K
3559 1 807.9500 835| 2 19.07 7044 | 2 36-49 |R.SKQLEDDLVALQKK L
4429 9 636.3388 -1095| 2 | 217 6567 | 0 38-48 | K.QLEDDLVALQK K
3874 2 700.3870 882 2 | 2047 4542 | 1 38-49 |K.QLEDDLVALQKK L
828 1 574.2899 -10.05| 2 993 3536 | 1 50-59 |KLKGTEDELDK.Y
3906 1 799.3749 -1036| 2 | 2027 3813 | 1 52-65 | K.GTEDELDKYSEALK.D
4269 1 723.6727 7133 3 | 155 3200 2 52-70 | K.GTEDELDKYSEALKDAQEK L
1003 1 641.3127 -1095| 2 | 1052 4457 | 1 60-70 |K YSEALKDAQEK L
2079 1 637.3279 -11.72| 2 14.10 4161 1 66-76 | K. DAQEKLELAEK K
1630 1 701.3786 603| 2 12.60 4540 2 66-77 | K. DAQEKLELAEKK A
1846 | 3 723.8557 987| 2 | 1333 4083 | 1 77-90 | K KATDAEGDVASLNR.R
43| 6 659.8095 879| 2 | 1528 2719 | 0 78-90 |KATDAEGDVASLNR R
3669 1 700.3723 -1195| 2 19.43 2256 | 1 91-101 |R.RIQLVEEELDR.A
4052 1 622.3240 -968| 2 | 20.78 5339| 0 92-101 |R.IQLVEEELDRA
3384 | 2 576.6299 992| 3 | 1847 3842 | 1 92-105 | R.IQLVEEELDRAQER.L
B3| 2 708.8940 970 2 | 1962 97.22 | 1 106-118 | R LATALTKLEEAEK A
4442 1 725.7023 99| 3 | 220 3713| 2 106-125 | R.LATALTKLEEAEKAADESER.G
820 3 738.8373 -938| 2 9.90 6992 | 1 113-125 | K LEEAEKAADESER.G
800 2 904.9130 -191| 2 983 58.75| 2 113-128 | K. LEEAEKAADESERGMK V Oxidation: 15
863 1 574.2T41 -1200| 3 10.05 2869 | 2 119-133 | K AADESERGMKVIENR.A Oxidation: 9
3106 3 665.6575 965| 3 1753 4084 | 2 134-149 | R AMKDEEKMELQEIQLK E Oxidation: 2, 8
3503 1 550.2684 -1167| 3 18.85 2414 | 1 137-149 | K. DEEKMELQEIQLK.E Oxidation: 5
331 2 574.2983 171 2 | 1842 59.34| 0 141-149 | K MELQEIQLK E Oxidation: 1
2814 1 738.3860 860| 2 16.55 2507 | 1 141-152 | K MELQEIQLKEAK H Oxidation: 1
1780 1 908.4419 -1205| 2 13.12 3818 | 2 153-167 | K. HIAEEADRKYEEVAR.K
4089 1 642.8738 925 2 | 2092 264 | 1 168-178 | R KLVIIEGDLER.T
2855 1 568.7540 -11.71| 2 | 1668 429 0 190-198 | K.CSELEEELK.T Carbamidomethyl: 1
1517 1 844 8973 834 2 1223 6044 | 2 214-226 | K.YSQKEDKYEEEIK.V
1426 1 591.7726 -1223| 2 11.92 2384 | 1 218-226 | K.EDKYEEEIK.V
1987 1 701.8931 -786| 2 13.80 5541 | 2 227-238 |K.VLTDKLKEAETRA -
1260 1 654.8065 924| 2 137 785 | 1 234-244 | K. EAETRAEFAER.S
3664 9 776.8660 -840| 2 19.43 89.27 | 0 252-264 K. TIDDLEDELYAQK L
4800 1 897.4554 -7.32| 2 | 2390 3342 | 1 252-266 |K.TIDDLEDELYAQKLK.Y
4874 4 887.9039 889| 2 | 2428 5361| 0 269-284 | K AISEELDHALNDMTSI - Oxidation: 13




